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Supplementary Figure S2. espC pathogenicity island in O157:H39 and O157:H4S isolates. The figure shows BLAST comparison of the isolates against

the reference espC pathogenicity island of strain E2348/69 (core black circle). Each ring represents one isolate, different colors of the rings represent differ-

ent genoserotypes. The gradients (dark, pale and white) of each color represent the sequence similarity (from 100% to 0%) between samples and reference.

The order of the rings (from inner to outer) with the color gradient for sequence identity are shown in the legend (right).



